(a) Pearson Correlation of all samples (b) Hierarchial Clustering of DEGs (inter: 559) (C) Volcano Plot

0.8003

0.8095

0.9054

7]

a4

Supplementary Figure S1

RNA sequencing analysis. (a) Pearson correlation of all sample. (b) Heatmap showing gene
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expression patterns. (c) Volcano plots shows the difference of expression level between the wild

and mutant strains.



